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November 1, 2027 

 

Important Update 
 

Please find below a listing of the procedure codes that are being added to the Highmark Health 

Options West Virginia and WV Duals (HMO-SNP) Prior Authorization List (PAL), effective January 

1, 2027. 

 

Codes added to BOTH Medicaid and Medicare (DSNP), effective 1/1/27: 

Code Description / Category 

81349 
Cytogenomic (genome-wide) analysis for constitutional chromosomal abnormalities; interrogation of 

genomic regions for copy number and loss-of-heterozygosity variants, low-pass sequencing analysis 

88245 Chromosome analysis for breakage syndromes; baseline Sister Chromatid Exchange (SCE), 20-25 cells 

88248 
Chromosome analysis for breakage syndromes; baseline breakage, score 50-100 cells, count 20 cells, 2 

karyotypes 

88249 
Chromosome analysis for breakage syndromes; score 100 cells, clastogen stress (eg, diepoxybutane, 

mitomycin C, ionizing radiation, UV radiation) 

88261 Chromosome analysis; count 5 cells, 1 karyotype, with banding 

88262 Chromosome analysis; count 15-20 cells, 2 karyotypes, with banding 

88263 Chromosome analysis; count 45 cells for mosaicism, 2 karyotypes, with banding 

88264 Chromosome analysis; analyze 20-25 cells 

88267 Chromosome analysis, amniotic fluid or chorionic villus, count 15 cells, 1 karyotype, with banding 

88269 
Chromosome analysis, in situ for amniotic fluid cells, count cells from 6 12 colonies, 1 karyotype, with 

banding 

 

Codes added to Medicare only, effective 1/1/27: 

Code Description / Category 

0356U 
Oncology (oropharyngeal or anal), evaluation of 17 DNA biomarkers using droplet digital PCR (ddPCR), cell-

free DNA, algorithm reported as a prognostic risk score for cancer recurrence 

0364U 

Oncology (hematolymphoid neoplasm), genomic sequence analysis using multiplex (PCR) and next-

generation sequencing with algorithm, quantification of dominant clonal sequence(s), reported as presence 

or absence of minimal residual disease (MRD) with quantitation of disease burden, when appropriate 

0487U 

Oncology (solid tumor), cell-free circulating DNA, targeted genomic sequence analysis panel of 84 genes, 

interrogation for sequence variants, aneuploidy-corrected gene copy number amplifications and losses, 

gene rearrangements, and microsatellite instability 

Q4159 Affinity, per sq cm 

 


